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Thoroughly updated for newnbsp;breakthroughs in multimedia nbsp; The internationally bestselling Multimedia: Making it Work has been fully
revised and expanded to cover the latest technological advances in multimedia. You will learn to plan and manage multimedia projects, from
dynamic CD-ROMs and DVDs to professional websites. Each chapter includes step-by-step instructions, full-color illustrations and
screenshots, self-quizzes, and hands-on projects. nbsp;
For more than 40 years, Computerworld has been the leading source of technology news and information for IT influencers worldwide.
Computerworld's award-winning Web site (Computerworld.com), twice-monthly publication, focused conference series and custom research
form the hub of the world's largest global IT media network.
The book provides an overview of research on the remarkable diversity, adaptive genetic differentiation, and evolutionary complexity of
intertidal macroalgae species. Through incorporating molecular data, ecological niche and model-based phylogeographic inference, this book
presents the latest findings and hypotheses on the spatial distribution and evolution of seaweeds in the context of historical climate change
(e.g. the Quaternary ice ages), contemporary global warming, and increased anthropogenic influences. The chapters in this book highlight
past and current research on seaweed phylogeography and predict the future trends and directions. This book frames a number of research
cases to review how biogeographic processes and interactive eco-genetic dynamics shaped the demographic histories of seaweeds, which
furthermore enhances our understanding of speciation and diversification in the sea. Dr. Zi-Min Hu is an associate professor at Institute of
Oceanology, Chinese Academy of Sciences, Qingdao, China. Dr. Ceridwen Fraser is a senior lecturer at Fenner School of Environment and
Society, Australian National University, Canberra, Australia.
Antimicrobial therapy is a key factor in our success against pathogens poised to ravage at risk or infected individuals. However, we are
currently at a watershed point as we face a growing crisis of antibiotic resistance among diverse pathogens. One area of intense interest is
the impact of the application of antibiotics for uses other than the treatment of patients and the association with such utilization with emerging
drug resistance. This Research Topic “Low- dose antibiotics: current status and outlook for the future” in Frontiers in Microbiology:
Antimicrobials, Resistance and Chemotherapy details various aspects of the wide ranging effects of antimicrobial therapy from areas such as
the regulation of host responses to modulation of bacterial virulence factors to acquisition of antibiotic resistance genes.
Microbial Forensics, Third Edition, serves as a complete reference on the discipline, describing the advances, challenges and opportunities
that are integral in applying science to help solve future biocrimes. New chapters include: Microbial Source Tracking, Clinical Recognition,
Bioinformatics, and Quality Assurance. This book is intended for a wide audience, but will be indispensable to forensic scientists and
researchers interested in contributing to the growing field of microbial forensics. Biologists and microbiologists, the legal and judicial system,
and the international community involved with Biological Weapons Treaties will also find this volume invaluable. Presents new and expanded
content that includes a statistical analysis of forensic data, legal admissibility and standards of evidence Discusses actual cases of forensic
bioterrorism Includes contributions from editors and authors who are leading experts in the field, with primary experience in the application of
this fast-growing discipline
The Gold Standard for medical microbiology, diagnostic microbiology, clinical microbiology, infectious diseases due to bacteria, viruses, fungi,
parasites; laboratory and diagnostic techniques, sampling and testing, new diagnostic techniques and tools, molecular biology; antibiotics/
antivirals/ antifungals, drug resistance; individual organisms (bacteria, viruses, fungi, parasites).
Today's microorganisms represent the vast majority of biodiversity on Earth and have survived nearly 4 billion years of evolutionary change.
However, we still know little about the processes of evolution as applied to microorganisms and microbial populations. Microbial evolution
occurred and continues to take place in a vast variety of environmental conditions that range from anoxic to oxic, from hot to cold, from freeliving to symbiotic, etc. Some of these physicochemical conditions are considered "extreme", particularly when inhabitants are limited to
microorganisms. It is easy to imagine that microbial life in extreme environments is somehow more constrained and perhaps subjected to
different evolutionary pressures. But what do we actually know about microbial evolution under extreme conditions and how can we apply that
knowledge to other conditions? Appealingly, extreme environments with their relatively limited numbers of inhabitants can serve as good
model systems for the study of evolutionary processes. A look at the microbial inhabitants of today's extreme environments provides a
snapshot in time of evolution and adaptation to extreme conditions. These adaptations manifest at different levels from established
communities and species to genome content and changes in specific genes that result in altered function or gene expression. But as a recent
(2011) report from the American Academy of Microbiology observes: "A complex issue in the study of microbial evolution is unraveling the
process of evolution from that of adaptation. In many cases, microbes have the capacity to adapt to various environmental changes by
changing gene expression or community composition as opposed to having to evolve entirely new capabilities." We have learned much about
how microbes are adapted to extreme conditions but relatively little is known about these adaptations evolved. How did the different
processes of evolution such as mutation, immigration, horizontal (lateral) gene transfer, recombination, hybridization, genetic drift, fixation,
positive and negative selection, and selective screens contribute to the evolution of these genes, genomes, microbial species, communities,
and functions? What are typical rates of these processes? How prevalent are each of these processes under different conditions? This book
explores the current state of knowledge about microbial evolution under extreme conditions and addresses the following questions: What is
known about the processes of microbial evolution (mechanisms, rates, etc.) under extreme conditions? Can this knowledge be applied to
other systems and what is the broader relevance? What remains unknown and requires future research? These questions will be addressed
from several perspectives including different extreme environments, specific organisms, and specific evolutionary processes.

Plant diseases play an important role on our daily lives. Most of plant diseases are visible and are caused by biotic and/or
abiotic factors. Symptoms are usually the results of a morphological change, alteration or damage to plant tissue and/or
cells due to an interference of the plant’s metabolism. All basic structures of vascular plants are subject to attack by
pathogens. The failure in accurate disease diagnosis and management may lead to huge losses in plant production and
related commodities, which causes nutritional food scarcity. Typically, the appearance of a biotic symptom will indicate
the relatively late stage of an infection and/or colonization of a pathogen. Expert detection, accurate diagnosis, and timely
management play a significant role in keeping plants free from pathogens. In this book expert scholars share their
research knowledge and key literature which are vital toward the diagnosis of plant diseases across the globe,
addressing traditional plant pathology techniques, as well as advanced molecular diagnostic approach.
This Dictionary covers information and communication technology (ICT), including hardware and software; information
networks, including the Internet and the World Wide Web; automatic control; and ICT-related computer-aided fields. The
Dictionary also lists abbreviated names of relevant organizations, conferences, symposia and workshops. This reference
is important for all practitioners and users in the areas mentioned above, and those who consult or write technical
material. This Second Edition contains 10,000 new entries, for a total of 33,000.
Made to Break is a history of twentieth-century technology as seen through the prism of obsolescence. Giles Slade
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explains how disposability was a necessary condition for America's rejection of tradition and our acceptance of change
and impermanence. This book gives us a detailed and harrowing picture of how, by choosing to support ever-shorter
product lives, we may well be shortening the future of our way of life as well.
This book addresses the diversity of tropical microorganisms and its applications in agriculture, renewable energy
production and environmental protection. It covers several tropical habitats such as rain forests, mangroves, sea and
river waters and describes how microorganisms isolated from these regions can be used to control insects and plant
diseases, to improve sugar cane and biofuels production among other applications. The book also aims to bring
researchers’ attention to the potential of tropical microorganisms for biotechnological purposes, an area that is still far
from being well explored.
The Sample Preparation Techniques for Environmental, Plant, and Animal Samples handbook is a collection of best
practices, recipes and theoretical information aimed at anyone who works with any type of molecular biology, proteomics,
or metabolomics research involving diffi cult and tough-to-process samples, and thus is exposed to the seemingly
unbreakable bottleneck of sample preparation. Th is book is most useful to researchers preparing nucleic acids and
proteins from environmental (e.g., soil, marine, and wastewater, feces) and tough microbiological (e.g., spores, yeasts,
gram positive bacteria) samples, as well as solid tissue samples from plants and animals. This book is the first
comprehensive piece of literature dealing with applications of bead beating technology and other types of mechanical
homogenization sample preparation.
Takes programmers through the complete process of developing a professional quality game, covering a range of topics
such as the key "gotcha" issues that could trip up even a veteran programmer, game interface design, game audio, and
game engine technolog
Inland saline waters are threatened worldwide by diversion and pollution of their inflows, introductions of exotic species
and economic development of these ecologically valuable habitats. Since 1979 a series of international symposia on
inland saline waters has served to strengthen and expand the scope of limnological research on inland saline waters.
The seventh conference continued this tradition and the papers derived from the conference focused on the ecology of
microbial communities, the influence of habitat geochemistry on biogeography of flora and fauna, physical and
geochemical processes, and the conservation of inland saline waters. Of particular note are papers on Walker Lake,
Nevada (USA), and the Salton Sea and Mono Lake, California (USA). Continued local, national and international efforts
are required to inform the public and decision-makers about the environmental problems faced by saline waters. The
papers in this volume will serve this end and should be of interest to aquatic ecologists, limnologists, aquaculturalists,
and water resource managers.
Viral Ecology defines and explains the ecology of viruses by examining their interactions with their hosting species,
including the types of transmission cycles that have evolved, encompassing principal and alternate hosts, vehicles, and
vectors. It examines virology from an organismal biology approach, focusing on the concept that viral infections represent
areas of overlap in the ecology of viruses, their hosts, and their vectors. The relationship between viruses and their
hosting species The concept that viral interactions with their hosts represents a highly evolved aspect of organismal
biology The types of transmission cycles which exist for viruses, including their hosts, vectors, and vehicles The concept
that viral infections represent areas of overlap in the ecology of the viruses, their hosts, and their vectors
The fact that infectious diseases claim over 17 million victims worldwide each year, along with the regular emergence of
new drug resistance pathogens, signals that infectious diseases will continue to be a daily concern of the Physician well
into the future. This reality requires that today's medical students develop a solid foundation in medical microbiology -- a
foundation they can achieved by using IMS: Microbial Pathogenesis. This book is developed in response to the changing
field of medical microbiology. The number of diseases and the diversity of microbial pathogens that cause these diseases
are far too many for simple taxonomic organization. As a result, IMS Microbial Pathogenesis focuses on the common
principles of infection rather than the old taxonomic organization, enabling a better long term retention of relevant
material, and minimizing the short-term memorization of specific "factoids," many of which may become out-dated in a
short time.
This book, based on a recent German publication, offers an overview of basic data and recent developments in the
groundbreaking field of molecular allergology. It comprehensively explores the origin and structure of single allergen
molecules ("components") and their utility in improving the management of type I, IgE-mediated allergic reactions and
disorders like allergic respiratory diseases, food allergies, and anaphylaxis. Highly specific testing, called componentresolved diagnostics, aims to identify and utilize single molecules. Over 200 single allergens from plant or animal sources
have been applied to single or multiplex laboratory testing for the presence of allergen-specific IgE. This leap in assay
sensitivity and specificity has led to three major advances in patient management: discrimination between primary allergic
sensitization and complex cross-reactivity, recognition of IgE profiles for certain allergens and identification of patients
most likely to benefit from allergen-specific immunotherapy. The book discusses in detail the benefits and limitations of
this 21st century technology, and offers suggestions for the use of molecular allergology in routine clinical practice. It is a
“must read” for physicians treating allergic patients as well as scientists interested in natural allergic molecules and their
interactions with the human immune system.
This book discusses essential aspects of diabetic foot ulcers, including evidence-based information on its pathogenesis
and pathophysiology, as well as the molecular mechanisms and biomechanics of the diabetic foot. It also highlights the
need for a multidisciplinary team to be involved in the management of diabetic patients with foot ulcers, and describes
available and future tools for evaluating patients who are at risk. Exploring the main current therapies as well as the latest
developments, future directions and potential new treatments, such as growth factors, stem cell therapy, alternative
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medicine and nanotechnology, the book is a valuable resource for clinicians and medical graduates but will also appeal
to researchers working in the field.
An accessible treatment of the modeling and solution of integer programming problems, featuring modern applications
and software In order to fully comprehend the algorithms associated with integer programming, it is important to
understand not only how algorithms work, but also why they work. Applied Integer Programming features a unique
emphasis on this point, focusing on problem modeling and solution using commercial software. Taking an applicationoriented approach, this book addresses the art and science of mathematical modeling related to the mixed integer
programming (MIP) framework and discusses the algorithms and associated practices that enable those models to be
solved most efficiently. The book begins with coverage of successful applications, systematic modeling procedures,
typical model types, transformation of non-MIP models, combinatorial optimization problem models, and automatic
preprocessing to obtain a better formulation. Subsequent chapters present algebraic and geometric basic concepts of
linear programming theory and network flows needed for understanding integer programming. Finally, the book
concludes with classical and modern solution approaches as well as the key components for building an integrated
software system capable of solving large-scale integer programming and combinatorial optimization problems.
Throughout the book, the authors demonstrate essential concepts through numerous examples and figures. Each new
concept or algorithm is accompanied by a numerical example, and, where applicable, graphics are used to draw together
diverse problems or approaches into a unified whole. In addition, features of solution approaches found in today's
commercial software are identified throughout the book. Thoroughly classroom-tested, Applied Integer Programming is
an excellent book for integer programming courses at the upper-undergraduate and graduate levels. It also serves as a
well-organized reference for professionals, software developers, and analysts who work in the fields of applied
mathematics, computer science, operations research, management science, and engineering and use integerprogramming techniques to model and solve real-world optimization problems.
This proceedings is a collection of 46 selected papers that were presented at the 12th International Wheat Genetics
Symposium (IWGS). Since the launch of the wheat genome sequencing project in 2005, the arrival of draft genome
sequences has marked a new era in wheat genetics and genomics, catalyzing rapid advancement in the field. This book
provides a comprehensive review of the forefront of wheat research, across various important topics such as germplasm
and genetic diversity, cytogenetics and allopolyploid evolution, genome sequencing, structural and functional genomics,
gene function and molecular biology, biotic stress, abiotic stress, grain quality, and classical and molecular breeding.
Following an introduction, 9 parts of the book are dedicated to each of these topics. A final, 11th part entitled “Toward
Sustainable Wheat Production” contains 7 excellent papers that were presented in the 12th IWGS Special Session
supported by the OECD. With rapid population growth and radical climate changes, the world faces a global food crisis
and is in need of another Green Revolution to boost yields of wheat and other widely grown staple crops. Although this
book focuses on wheat, many of the newly developed techniques and results presented here can be applied to other
plant species with large and complex genomes. As such, this volume is highly recommended for all students and
researchers in wheat sciences and related plant sciences and for those who are interested in stable food production and
food security.
NAMED ONE OF THE TEN BEST NONFICTION BOOKS OF THE YEAR BY TIME The back must slave to feed the
belly. . . . In this urgent and unique book, chef Michael Gibney uses twenty-four hours to animate the intricate
camaraderie and culinary choreography in an upscale New York restaurant kitchen. Here readers will find all the details,
in rapid-fire succession, of what it takes to deliver an exceptional plate of food—the journey to excellence by way of
exhaustion. Told in second-person narrative, Sous Chef is an immersive, adrenaline-fueled run that offers a fly-on-thewall perspective on the food service industry, allowing readers to briefly inhabit the hidden world behind the kitchen
doors, in real time. This exhilarating account provides regular diners and food enthusiasts alike a detailed insider’s
perspective, while offering fledgling professional cooks an honest picture of what the future holds, ultimately giving voice
to the hard work and dedication around which chefs have built their careers. In a kitchen where the highest standards are
upheld and one misstep can result in disaster, Sous Chef conjures a greater appreciation for the thought, care, and focus
that go into creating memorable and delicious fare. With grit, wit, and remarkable prose, Michael Gibney renders a
beautiful and raw account of this demanding and sometimes overlooked profession, offering a nuanced perspective on
the craft and art of food and service. Praise for Sous Chef “This is excellent writing—excellent!—and it is thrilling to see a
debut author who has language and story and craft so well in hand. Though I would never ask my staff to read my own
book, I would happily require them to read Michael Gibney’s.”—Gabrielle Hamilton “[Michael] Gibney has the soul of a
poet and the stamina of a stevedore. . . . Tender and profane, his book will leave you with a permanent appreciation for
all those people who ‘desire to feed, to nourish, to dish out the tasty bits of life.’”—The New York Times Book Review “A
terrific nuts-and-bolts account of the real business of cooking as told from the trenches. No nonsense. This is what it
takes.”—Anthony Bourdain “A wild ride, not unlike a roller coaster, and the reader experiences all the drama, tension,
exhilaration, exhaustion and relief that accompany cooking in an upscale Manhattan restaurant.”—USA Today “Vibrantly
written.”—Entertainment Weekly “Sizzling . . . Such culinary experience paired with linguistic panache is a rarity.”—The
Daily Beast “Reveals the high-adrenaline dance behind your dinner.”—NPR
Field Book for Describing and Sampling SoilsComputerworld
Over the past several decades, new scientific tools and approaches for detecting microbial species have dramatically enhanced our
appreciation of the diversity and abundance of the microbiota and its dynamic interactions with the environments within which these
microorganisms reside. The first bacterial genome was sequenced in 1995 and took more than 13 months of work to complete. Today, a
microorganism's entire genome can be sequenced in a few days. Much as our view of the cosmos was forever altered in the 17th century
with the invention of the telescope, these genomic technologies, and the observations derived from them, have fundamentally transformed
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our appreciation of the microbial world around us. On June 12 and 13, 2012, the Institute of Medicine's (IOM's) Forum on Microbial Threats
convened a public workshop in Washington, DC, to discuss the scientific tools and approaches being used for detecting and characterizing
microbial species, and the roles of microbial genomics and metagenomics to better understand the culturable and unculturable microbial
world around us. Through invited presentations and discussions, participants examined the use of microbial genomics to explore the diversity,
evolution, and adaptation of microorganisms in a wide variety of environments; the molecular mechanisms of disease emergence and
epidemiology; and the ways that genomic technologies are being applied to disease outbreak trace back and microbial surveillance. Points
that were emphasized by many participants included the need to develop robust standardized sampling protocols, the importance of having
the appropriate metadata, data analysis and data management challenges, and information sharing in real time. The Science and
Applications of Microbial Genomics summarizes this workshop.
The two-volume set LNCS 10761 + 10762 constitutes revised selected papers from the CICLing 2017 conference which took place in
Budapest, Hungary, in April 2017. The total of 90 papers presented in the two volumes was carefully reviewed and selected from numerous
submissions. In addition, the proceedings contain 4 invited papers. The papers are organized in the following topical sections: Part I: general;
morphology and text segmentation; syntax and parsing; word sense disambiguation; reference and coreference resolution; named entity
recognition; semantics and text similarity; information extraction; speech recognition; applications to linguistics and the humanities. Part II:
sentiment analysis; opinion mining; author profiling and authorship attribution; social network analysis; machine translation; text
summarization; information retrieval and text classification; practical applications.
John D. Anderson's textbooks in aeronautical and aerospace engineering have been a cornerstone of McGraw-Hill's success in the
engineering discipline for more than two decades. The fifth SI edition of Fundamentals of Aerodynamics continues to offer the most reliable,
interesting and up-to-date resources for students and teachers of aerodynamics. Users of past editions will appreciate the continued use of
design boxes, historical contents, plentiful worked examples, chapter-opening road maps and other pedagogical features that play a
supporting role in Anderson's focus on fundamental concepts. NEW FEATURES * New sections on airplane lift and drag, the blended-wingbody concept, the origin of the swept-wing concept, supersonic flow over cones, hypersonic viscous flow and aerodynamic heating and the
design of hypersonic waverider configurations. * Many additional worked examples and homework problems to provide even more key
concept practice for students. * Shortened and streamlined Part 4, "Viscous Flow".
Genomic Applications in Pathology provides a state-of-the art review of the scientific principles underlying next generation genomic
technologies and the required bioinformatics approaches to analyses of the daunting amount of data generated by current and emerging
genomic technologies. Implementation roadmaps for various clinical assays such as single gene, gene panels, whole exome and whole
genome assays are discussed together with issues related to reporting, including the pathologist’s role in interpretation and clinical
integration of genomic tests results. Genomic applications for site-specific solid tumors and hematologic neoplasms are detailed, as well as
genomic applications in pharmacogenomics, inherited genetic diseases, and infectious diseases. The latest iteration of practice
recommendations and guidelines in genomic testing, put forth by stakeholder professional organizations such as the Association for
Molecular Pathology and the College of American Pathologists, are also discussed in the volume, as well as regulatory issues and laboratory
accreditation related to genomic testing. Written by experts in the field, Genomic Applications in Pathology provides a comprehensive
resource that is of great value to practicing molecular pathologists, hematopathologists, other subspecialized pathologists, general
pathologists, pathology trainees, oncologists, and geneticists.?
Microbiology in the service of law and public safety.
Today, herbicide-resistant weeds dominate research and development efforts in the discipline of weed science. The incidence, management
challenges, and cost of multiple herbicide-resistant weed populations are continually increasing worldwide. Crop varieties with multiple
herbicide-resistance traits are being rapidly adopted by growers and land managers to keep ahead of the weed resistance tsunami. This
Special Issue of Plants comprises papers that describe the current status and future outlook of herbicide resistance research and
development in weedy and domestic plants, with topics covering the full spectrum from resistance mechanisms to resistance management.
The unifying framework for this Special issue is the challenge posed to all of the contributing authors: What are the (potential) implications for
herbicide resistance management?

This best-selling resource has a worldwide reputation as the leader in its field. Focusing on human immunology and biology, while
also reporting on scientific experimentation and advancement, it provides comprehensive coverage of state-of-the-art basic
science as well as authoritative guidance on the practical aspects of day-to-day diagnosis and management. This new edition
includes 700 full-color illustrations and a new, more accessible format to make finding information a snap for the busy practitioner.
And this Expert Consult Edition offers online access to the complete contents of the 2-volume set, fully searchable, and much
more. Includes a glossary of allergy and immunology for quick and easy reference. Contains keypoints and clinical pearls
highlighted to find important information quickly. links to useful online resources both for you and for your patients. Offers
contributions from hundreds of international authorities for world-class expertise in overcoming any clinical challenge.
This volume presents detailed laboratory procedures in an easy to follow format that can be carried out with success by
investigators lacking previous exposure to a specific research method. Chapter guide readers through the application of molecular
approaches to disease gene identification and overviews, and case studies are also presented. Written in the highly successful
Methods in Molecular Biology series format, chapters include introductions to their respective topics, lists of the necessary
materials and reagents, step-by-step, readily reproducible laboratory protocols, and tips on troubleshooting and avoiding known
pitfalls. Authoritative and practical, Disease Gene Identification: Methods and Protocols, Second Edition aims to help with the
identification and characterization of many more disease-related genes and provide novel, and effective strategies for disease
treatment and prevention.
Graphical Enumeration deals with the enumeration of various kinds of graphs. Topics covered range from labeled enumeration
and George Pólya's theorem to rooted and unrooted trees, graphs and digraphs, and power group enumeration. Superposition,
blocks, and asymptotics are also discussed. A number of unsolved enumeration problems are presented. Comprised of 10
chapters, this book begins with an overview of labeled graphs, followed by a description of the basic enumeration theorem of
Pólya. The next three chapters count an enormous variety of trees, graphs, and digraphs. The Power Group Enumeration
Theorem is then described together with some of its applications, including the enumeration of self-complementary graphs and
digraphs and finite automata. Two other chapters focus on the counting of superposition and blocks, while another chapter is
devoted to asymptotic numbers that are developed for several different graphical structures. The book concludes with a
comprehensive definitive list of unsolved graphical enumeration problems. This monograph will be of interest to both students and
practitioners of mathematics.
This book contains the lectures given at the NATO Advanced Study Institute on `Cellular Automata and Cooperative Systems',
held at Les Houches, France, from June 22 to July 2, 1992. The book contains contributions by mathematical and theoretical
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physicists and mathematicians working in the field of local interacting systems, cellular probabilistic automata, statistical physics,
and complexity theory, as well as the applications of these fields.
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